Application No.:. 



NOTICE TO COMPLY WItI^EQUIREMENTS FOR PATENT /••LICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

ADDlicant must file the items indicated below w ithin tl wJiuiii^criod oo Hhe-e ffi oc action to whi c h 
tteWteeHs-atf^^ umto ' 35 U.Q.C. § 133 texteiwloiw or lime may be 

o btained und or the p i uviblons of 6 1 C r R 1.13 0 (u)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1 .825 for the 
following reason(s): 

l\7l 1 This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
0 ahen«on is dlrSsSJto the final rulemaking notice published at 55 FR 18230 (May 1. 1990), and 1114 
OG 29 fMav 15 1990) If the effective filing date is on or after July 1 , 1998, see the final rulemaking 
notice published at 63 FR 29620 (June 1, 1998) and 1211 OG 82 (June 23, 1998). 

(-| 2 This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
U Listing" as required by 37 C.F.R. 1.821(c). 

□ 3 A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
' 37 C.F.R. 1.821(e). 

0 4. A copy of the "Sequence Listing" in computer readable form has been submitted. However the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1 .822 
and/or 1 .823, as indicated on the attached copy of the marked -up "Raw Sequence Listing. 

n 5 The computer readable form that has been filed with this application has been found to be damaged 
U and/o?unreadable as indicated on the attached CRF Diskette Problem Report. A Subst.tute 
computer readable form must be submitted as required by 37 C.F.R. 1 .825(d). 

f-1 The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
U 'Sequence Listing" as required by 37 C-F.R. 1.821(e). 

|7J 7 "tt— -S* * A Mr, f ^ ' ' ktf<*t . . 

Applicant Must Provide: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

Rl An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
LoJ into the specification. 

m a statement that the content of the paper and computer readable copies are the same and where 

B ^S^^^ matter - as ' equired by 37 C F R l821(e) or 1821(0 (9) or 

1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 

Patentln Software Program Support 

Technical Assistance I'lr^nt™ 

To Purchase Patentln Software ....703-306-2600 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 



~2 RAW SEQUENCE LISTING 



{IOTEC^fcLOGY 

SYS 

■— '* ' BRANCH 



ERROR REPORT 






The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application. Serial Number: QC| ^9"7"C 
Source: )bOo * ' ~ 



-Date Processed b^STIC: UHf - Ol 



\ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 9 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308-4221 
Effective 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORJED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http://\v\v\v.usDto.govAvcb/officcs/pnc/chcckcr/chkr41notc.litm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom sh<}gl«W)e aware that tlic^ 
a possibility that the disk/CD-Rom may have been affected by treatntfcnt given to all incoming mart 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/C»-Rom. 
Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 
United States Patent and Trademark Office, and instead slTould be sent via the following to the indicated addresses: 

1 EFS-Bio (<http:/Av\v>v.usnto.eov/ebc/cfs/downloads/documcnts.htm> , EFS Submission 
User Manual - cPAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Kai*;i Carry directly to (EFFECTIVE 12/0 W03): 
U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B'03, Crystal Plaza Two, 
20 1 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or-other delivery service to: l/!S. Patent and Trademark Office, 
Box Sequence, Room •*B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Plate, Arlington, VA 22202 



Revised 10/08/03 



Raw Sequence Listing Error SumtnaYy *" 



ERROR DETECTED SUGGESTED CORRECTION SERIAL I 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



. NUIVtafeR: 



1 Wrapped Nucleics The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping. " 

2 Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 

3 Misaligned Amino The numbering under each 5 ,h amino acid is misaligned. Do not use tab codes between numbers; 

Numbering use space characters, instead. 

4 Non-ASCII The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 

ensure your subsequent submission is saved in ASCII text. 

5 Variable Length Sequcncc(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

6 Patentln 2.0 A "bug" in Patentln version 2.0 has caused. the <220>-<223> section to be missing from amino acid 

"bug" scqucnccs(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

7 Skipped Sequences Scquencc(s) missing, if intentional, please insert the following lines for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:'* response to include the skipped sequences. 



8 Skipped Sequences Scqucnce(s) 

(NEW RULES) 



missing. If intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 



9 \ Use of n's or Xaa's 
(NEW RULES) 



10 



II 



Invalid <213> 
Response 

Useof<220> 



<400> sequence id number Jp*** - 

000 4 ■ - 

t 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use oK220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1 .823 of Sequence Rules, the only valid <2 1 3> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequcncc(s) 



missirig the <220> "Feature" and associaied numeric identifiers and responses. 



12 



13 



_PatentIn 2.0 
"bug" 



Misuse of n/Xaa 



Use of <220> to <223> is MANDATORY if <213> "Organism" responses "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <?20> to <223> section. 

(Sec "Federal Register," 0070 1 / 1 998, Vol. 63, No. 104, pp. 2963J02) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 
*■ 

"n" can only represent a single nucleotide ; "Xaa" can only represent a single amino acid 
AMC - Biotechnology Systems Branch - 09/09/2003 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/328 ,JB7,?C^. 



DATE: 11/18/2003 
TIME: 13:18-15 



Input Set : A:\6142_revised.seq.txt 
Output Set: N: \CRF4\11182003\I32887,7C . raw 

Invalid Line Length: ^ 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21,23,25, 27,29, 31, 33, 35, 37, 39, 41 
57, 59, 61, 63, 65, 67, 69, 71, 7 3, 75, 77, 79, 81, 8 3, 85, 87, 8 9, 91, 93, 95 
97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 117, 119, 121, 123, 125 
127, 129, 131, 133, 135, 137, 139, 141, 143, 145, 147,14 9, 151, 153, 155 
157, 159, 161 ,.163, 165, 167, 169, 171 , 173, 175, 177, 17 9, 181, 183 
18 5, 187, 203, 205, 207, 209, 2 II , 213, 215, 217 , 219, 221, 223, 225, 227 
22 9, 231, 233, 235, 237, 2 39, 241, 24 3, 2 4 5, 24 7, 24 9, 251, 253, 255, 257 
259, 261, 2 63, 2 65, 2 67, 2 69, 271, 27 3, 275, 277, 27 9, 281, 283, 285, 287 
28 9, 291, 293, 295, 297, 299, 301, 303, 305, 307, 309, 311, 313, 315, 317 
319, 321, 323, 325, 327, 329 

331, 333, 335, 337, 339, 341, 34 3, 34 5, 34 7, 34 9, 351, 3^3, 355, 357, 359 
361, 363, 365, 367, 369, 371, 373, 37 5, 377, 379, 381, 38 3, 385, 387, 38 9 
391, 393, 395, 397, 399, 401, 4 03, 4 05, 4 07, 409, 411, 413, 4 15, 417, 419 
421, 423, 425, 427, 429, 4 31, 4 33, 435, 4 37, 4 39,. 441, 44 3, 445, 447, 449 
■4 51, 4 53 ,4 55, 4 57, 459, 4 61, 4 63, 4 65, 4 67, 4 69, 471, 473, 475, 477, 479 
4 81, 4 83, 4 85, 4 87, 4 8 9, 4 91, 4 93, 4 95, 4 97, 4 99, 501, 503, 505, 507, 509 
511, 513, 515, 517, 519, 521, 523, 52 5, 527, 529, 531, 533, 535, 537, 539 
541, 54 3, 54 5, 54 7, 54 9, 551, 553, 555, 557 , 559, 5 61 , 563, 565, 567 , 569 
571, 57 3, 575, 577, 57 9, 581, 58 3 

585, 587, 58 9, 591, 593, 595, 597, 599, 6.01, 603, 605, 607, 609, 611, 613 
615, 617, 619, 621, 623, 625, 627, 629, 631, 633, 63 5, 637, 639, 64 1, 64 3 

6 4 5, 647, 649, 651, 653, 655, 657., 659, 661, 663, 665, 667, 669, 671, 673 
67 5, 677, 679, 681 ,.683, 685, 687, 68 9, 691 , 693, 695 , 697 , 699 , 7 01 , 703 
705, 707, 709, 711, 713, 715, 717, 719, 721, 723, 725, 727, 729, 7 31, 7 33 
7 35, 7 37, 7 39, 741, 743, 745, 747, 749, 751, 7 53, 7 55, 7 57, 759, 7 61, 7 63 

7 65, 7 67, 7 69, 771, 773, 775, 777, 77 9, 781, 783, 785, 787, 789, 791, 7 93 
7 95, 7 97, 7 99, 801, 803, 805, 807, 80 9, 811, 813, 815, 817, 819, 821, 82 3 
825 . 

827, 82 9, 831, 8 33, 8 35, 837, 8 39, .8 4 1, 8 4 3, 84 5, 84 7, 84 9, 851, ^3^855 _ 
8 57, 859, 8 61, 8 63, 865, 867, 8 69, 871, 873^875, 877, 879, 881,1^3^88 5 " ^ 
887, 88 9, 8 91, 8 93, 8 95, 897, 8 99, 901, 903, 905, 907, 909, 911, 913 *U 5 ^ 
917, 919, 921, 923, 925, 927, 929, 931^933, 935, 937, 939, 941, 943, 94 5 
94 7, 94 9, 951, 953, 955, 957, 959,^61, 963, 965, 967, 969, 971, 973, 975 
977, 979, 981, 98 3, 985, 987, 989, 991, 993, 995, 997, 999, 1001, 1003 
1005, 1007, 1009, 1011, 1013, 1015, 1017, 1019, 1021, 1023, 1025, 1027 
102 9, 1031, 1033, 1035, 1037, 1039, 104 1, 104 3, 104 5, 104 7, 104 9 
1051, 1053, 1055, 1057, 1059, 1061 , 1063, 1065, 1067, 10 69, 1071, 107 3 
1075, 1077, 107 9, 1081, 1083, 1085, 1087, 1089, 1091, i 093, 1095, 1097 
1099, 1101, 1103, 1105, 11P>>-.1109, 1111, 1113, 1115, 1117, 1119, 1121 
1123, 1125, 1127, 1129, 1131, 1133, 1135, 1137, 1139, 1141, 114 3, 114 5 
1147,1149,1151,1153, 1155, 1157 , 1 159, 1161, 1 1 63, 1 1 65, 11 67, 1169 
1171, 1173, 1175, 1177, 1179, 1181, 1183, 1185, 1187, 1189, 1191, 1193 
1195, 1197, 1199, 1201, 1203, 1205, 1207, 1209, 1211 , 121 3, 1215, 1217 



Seqff 


: 1 


; Line(s) 


Seq# 


: 1 


; Line(s) 


Seq# 


: 1 


; Line ( s ) 


Seq# 


: 1 


; Line { s ) 


Seq# 


: 1 


; Line(s) 


Seqff 


:2 


; Line(s) 


Seqff 


:2 


; Line ( s ) 


Seqff 


:2 


; Line ( s ) 


Seqff 


: 2 


; Line { s ) 


Seqff 


:2 


; Line(s) 


Seqff 


: 3 


; Line{s) 


Seqff 


: 3 


; Line(s) 


Seqff 


: 3 


; Line(s) 


Seqff 


: 3 


; Line(s) 


Seqff 


: 3 


; Line ( s ) 


Seqff 


: 3 


; Line ( s } 


Seqff 


: 3 


; Line{s) 


Seqff 


: 3 


; Line ( s ) 


Seqff 


: 3 


* Line ( s ) 


Seqff 


: 4 


• Line(s) 


Seqff 


: \ 


■ Line(s) 


Seqff 


4 


■ Line ( s ) 


Seqff 


4, 


■ Line(:j} 


Seqff 


4, 


Line (s ) 


Seqff 


4 , 


Line { s ) 


Seqff 


4 , 


Line (s ) 


Seqff . 


4 , 


Line ( s ) 


Seqff : 


4 , 


Line (s ) 


Seqff : 


5, 


Line ( s ) 


Seqff : 


5, 


Line ( s ) 


Seqff : 


5; 


Line (s ) 


Seqff: 


5; 


Line (s ) 


Seqff: 


5; 


Line ( s ) 


Seqff : 


5; 


Line {s ) 


Seqff: 


5; 


Line (s ) 


Seqff : 


5; 


Line ( s ) 


Seqff : 


6; 


Line {s ) 


Seqff : 


6; 


Line ( s ) 


Seqff : 


6; 


Line ( s ) 


Seqff: 


6; 


Line (s ) 


Seqff : 


6; 


Line (s ) 


Seqff : 


6; 


Line ( s ) 


Seqff: 


6; 


Line is) 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/328 , 8J1J2* v 



DATE: 11/18/2003 
TIME: 13:18:15 



Input Set : A:\6142_revised.seq.txt 
Output Set: N:\CRF4\11182003\I328877C 



raw 



Seq#:6; Line(s) 1219, 1221, 1223, 1225, 1227, 1229, 1231, 1233 ,'1235 , 1237 , 1239, 1241 

Seq# : 6; Line (s) 124 3, 124 5, 124 1 , 124 9, 1251 , 1253, 1255, 1257 , 12 59, 1261, 12 63, 12 65 

Seq#:6; Line(s) 1267,1269,1271,1273 

Seqtf :7;' Line(s) 1275, 1277 , 1279, 1281 , 1283, 1285, 1287, 128 9, 12 91, 1293, 1295, 1297 

Seq# :7; Line (s) 1299, 1 301 , 1 303 , 1 305 , 1 307 , 1 309, 1 31 1 , 1 31 3 , 1 315 , 1317 , 1 3 1 9, 1 321 

Seq#:7; Line(s) 1323, 1325 , 1327 , 1329, 1331, 1333, 1335, 1337, 1 339, 1 34 1 , 1 34 3, 1 34 5 

Seq# :7; Line(s) 134 7 , 134 9, 1351 , 1353, 1355, 1357, 1359, 1361, 1363, 1365, 1367, 1369 

Seq#:7; Line(s) ] 371 , 1373, -1375, 1377, 1379, 1381, 1383, 138 5, 1387, 1389, 1391, 1393 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/328 , §72« 



DATE: 11/18/2003 
TIME: 13:18rl5 



Input Set : A:\6142_revised.seq.txt 
Output Set: N:\CRF4\11182003\I328877C.raw 

L:23 M:270 C: Current Application Number differs, Replac'ed Current Application Number 
L:25 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:143 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ IDS : 1 
L:143 M:341 W: (46) n or "Xaa" used, for SEQ IDf:l after pos.:2460 
M:341 Repeated in SeqNo=l 

L:289 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ ID#:2 
L:289 M:341 W: (46) "n M or "Xaa" used, for SEQ ID#:2 after pos.:2460 
M:341 Repeated in SeqNo=2- 

L:364^ M:2b4 E: No. of Bases conflict, this line has no nucleotides. 

L:29 M:203 E: No. of Seq. differs, <160> Number Of Sequences : Input (27) Counted (32) 



N,. 
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<210> 1 * 
<211> 3550 

<212> DNA ^ 
<213> Homo sapiens 



<220> 

<221> unsure 



<222> (2485) Hu"V<rtc IciU^G^ <Zl3*7 1 3' ftf^/vic^^ 

N fcr V a 

<22?> unsure W^iif^r, 
<222> (3372) 

<400> 1 



V 



<210> 2 

<211> 3571 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> unsure 
<222> (2506) 



<220> 

<221> unsure 
<222> (3393) 

<400> 2 



